ABSTRACT Here, we present the draft genome sequences of 14 strains of 4 species of the genus Macrococcus. These strains were isolated from bovine milk and tongue samples obtained during a screening program.
in Table 1 . The sequencing data contribute to the pool of available Macrococcus genomes and enable further generation of information regarding the presence of antibiotic resistance determinants and other virulence factors present in Macrococcus species.
Data availability. The draft WGS data were deposited into NCBI GenBank and the Sequence Read Archive (SRA) under the BioProject no. PRJNA515496. The accession numbers are listed in Table 1 .
